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Bioinformatics for Comparative Proteomics

With the rapid development of proteomic technologies in the life sciences and in clinical
applications, many bioinformatics methodologies, databases, and software tools have
been developed to support comparative proteomics study. In Bioinformatics for
Comparative Proteomics, experts in the field highlight the current status, challenges,
open problems, and future trends for developing bioinformatics tools and resources for
comparative proteomics research in order to deliver a definitive reference providing both
the breadth and depth needed on the subject. Structured in three major sections, this
detailed volume covers basic bioinformatics frameworks relating to comparative
proteomics, bioinformatics databases and tools for proteomics data analysis, and
integrated bioinformatics systems and approaches for studying comparative proteomics
in the systems biology context. Written for the highly successful Methods in Molecular
Biology™ series, the contributions in this book provide the meticulous, step-by-step
description and implementation advice that is crucial for getting optimal results in the lab.
Comprehensive and easy-to-use, Bioinformatics for Comparative Proteomics serves all
readers who wish to learn about state-of-the-art bioinformatics databases and tools,
novel computational methods and future trends in proteomics data analysis, and
comparative proteomics in systems biology.

With the rapid development of proteomic technologies in the life sciences and in clinical
applications, many bioinformatics methodologies, databases, and software tools have
been developed to support comparative proteomics study. In Bioinformatics for
Comparative Proteomics, experts in the field highlight the current status, challenges,
open problems, and future trends for developing bioinformatics tools and resources for
comparative proteomics research in order to deliver a definitive reference providing both
the breadth and depth needed on the subject. Structured in three major sections, this
detailed volume covers basic bioinformatics frameworks relating to comparative
proteomics, bioinformatics databases and tools for proteomics data analysis, and
integrated bioinformatics systems and approaches for studying comparative proteomics
in the systems biology context. Written for the highly successful Methods in Molecular
Biology¿ series, the contributions in this book provide the meticulous, step-by-step
description and implementation advice that is crucial for getting optimal results in the
lab.Comprehensive and easy-to-use, Bioinformatics for Comparative Proteomics serves
all readers who wish to learn about state-of-the-art bioinformatics databases and tools,
novel computational methods and future trends in proteomics data analysis, and
comparative proteomics in systems biology.

160,49 €
149,99 € (zzgl. MwSt.)

Lieferfrist: bis zu 10 Tage

Artikelnummer: 9781607619765
Medium: Buch
ISBN: 978-1-60761-976-5
Verlag: Humana
Erscheinungstermin: 19.11.2010
Sprache(n): Englisch
Auflage: 2011
Serie: Methods in Molecular Biology
Produktform: Gebunden
Gewicht: 954 g
Seiten: 387
Format (B x H): 183 x 260 mm

Kundenservice Verlag Dr. Otto Schmidt KG
Neumannstraße 10, 40235 Düsseldorf | kundenservice@otto-schmidt.de | 0221-93738-997 (Inland)

15.09.2026 | 21:39 Uhr

mailto:kundenservice@otto-schmidt.de

